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Whatis GELLO?

Clinical Decision Support Language
HL7/ANSI standard
Revised April 2010
Based on OCL 2.0
Optimised for Clinical Queries
Unneeded features removed

Features added eq. Factory, list operations
Operates on a "Virtual Medical Record” (vMR)

vMR standard under development currently
ISO 21090 data types likely to be used



GELLO Concepts




GELLO examples

Let EBreastCancer: CD = Factory.codedwvalue{'1l23456', '3NOMED-CT', 'Ereast Cancer')

Let EarlyBreastCancerCount: Integer =
FamilyHistory.relatives -> iterate{x; i:Integer = 0 |
if {x.clinicalGenowicOhservations ->=

select{code.implies{EBreastCancer) and {dataEstimatedlige{) < 50)).isEmpty{()} then i + 1 else 1 endif)

EarlyBreastCancerCount > 0

Context SinglePatient
—--We use this as the test for a laparoscopic procedure
let Laparoscopic: CD = Factory.SNOMEDCD("5131¢00%|Laparoscopic Procedure|"™)
——This is used Lo determine abdominal surgery
let AbdoSurgery: CD = Factory.SNOMEDCD("386671008|Abdominal Cawvity Surgery|™)
—-—Iterate over past history, seeing if any laparoscoplic surgery
let OpenSurgeryCount: Integer =
Procedure —»> iterate(sx; i:Integer = 0 |

if (S¥X.code.implies (AbdoSurgery) .value and
(not 5X.code.implies(Laparoscopic) .value)) then
i+l
else
i
endif)
-—see if there has been any open abdo surgery

OpensSurgeryCount > 0



DCM

"Detailed Clinical Models”

ISO Project

Aims to be platform agnostic

Activity in HL7 Patient care working group
UML models
Spread sheets

Word Documents
Currently no formal model has been done

Interoperability unlikely without this



Family History RMIM

HL7 Clinical Genomics SIG

F imily Hist Document. Pedigree Topic - The FamilyHistory Model
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vMR Model for RMIM

class Family History /

Obzenation

FamilyHistory

+ ClinicalGenomicCheoice: ClinicalGenomicChoice
+ Informant: Entity

+ PatientlD: 5T

+ PedigresAnalysisResults: Bag|{Observation)

+ Relatives: Relative

0.
+ClinicalGenomicChoice. 0.7
=Y
ClinicalGenomicChoice
+ i o - ; . + ClinicalObservation: ClinicalObservation
Relstives &',:'" +Clinical GenomicChoice o i ; o -
+ Geneticl oci: Bag|{Observation)

+ ClinicalGenomicCheoice: ClinicalGenomicChoice
+ decsssedEstimatedAge: REAL

+ livingEstimatedAge: REAL

+ naturalFatheslD: 5T

+ naturalMaotherlD: ST

+ patientlD: 5T

+ person: person

+ Relationship: CD

Relative / + Relative: Relative
+Relative
=

+ClinicalObservation a.-

ClinicalObservation

+ causeDfDeath: BL

+ code: CD

+ DataEstimatedAge: WL_REAL
+ negatiocnind: BL




VMR Transform Principles

The vMR model uses the RMIM to make the
relationships explicit and easier to query
without losing any data. The relationships in
the RMIM are fixed and represented using the
RIM whereas the VMR Model uses an explicit
object model. The object model allows direct
access to a collection of relatives as well as
the collection of conditions that the relative
suffers from.



Example Family History GELLO

Context SinglePatient

Let IBD: CD = Factory.CodedvValue('Z24526004', 'SNOMED-CT') —-—-IED
Let Colitis: CD = Factory.CodedValus('64226004', 'SNOMED-CT') --Ceolitis

FamilyHistory.ClinicalGenomicChoice —> select(
ClinicalObservation —-> select(

(code.implies (IBD) .value or code.implies(Colitis) .wvalue) and (not negationInd.wvalue)
) .notEmpty ()
) .notEmpty ()

Context SinglePatient
Let ColonCancer: CD = Factory.CodedValue('C2955', 'NCI') --Colon Cancer NCI Code

FamilyHistory.ClinicalGenomicChoice -> select(
(Relative.Relationship.code = 'NMTH' or Relative.Relationship.code = 'NFTH') and
ClinicalObservation -»> select(
code.implies(ColonCancer) .value and (not negationInd.value) and (DataEstimatedAge.low.value <= 50.0)
) .notEmpty ()
) .notEmpty ()



Core Model in GELLO Class format

class  FamilyHistory extends Observation
ClinicalGenomicChoice . Sequence ( ClinicalGenomicChoice )
Informant : Entity
PatientiD : ST
PedigreeAnalysisResults . Sequence ( Observation )
Relatives : Sequence (Relative )

class ClinicalGenomicChoice extends Any
ClinicalObservation . Sequence ( ClinicalObservation )
GeneticLoci : Sequence ( Observation )
Relative : Relative

class ClinicalObservation extends Any
causeOfDeath : BL
code: CD
DataEstimatedAge : IVL_REAL
negationind : BL

class Relative  extends Any

ClinicalGenomicChoice . Sequence ( ClinicalGenomicChoice )
deceasedEstimatedAge : REAL

livingEstimatedAge : REAL

naturalFatherID . ST

naturalMotherlD . ST

patientiD : ST
person : Person
Relationship : CD



Full Family History Model

il —
@ Mowgli GELLOIDE - Sl S | |

File Edit Search Build Teools Help

EOPHY 70h% | PaldzBX DN

FHy#_test.gello l
1|-— HL7 V3, FHx example -
i[-— Step 1. make sure defaolt model is Set to FHx.model
i[-— Step 2. recompile this example (only if model changed)
4[-— Step 3. use "Tools|Read Test Data" to load emmaHL7Compliant.xml =
5[-— Step 4. use the Execnte bntton to ron the gello
E[|-— Step 5. examine the goery results in the data explorer
* 10 code = "H5IS5")
o 1 F
I ame Clasz | Diata
=1 ¢Result>[2] Sequence(R elative] [Collzction: TOCLCollection] -
=1 [1] Relative [Relative)
claz:Code String PRS
+- code CE [CE)
nullFlawor MHullFlawar <nullx
+- relationzhipH older Perzon [Perzon)
+- subjectOF[1] SequencelSubjectd] [Sequence(Subject)) L
+- zubject0f2[3] Sequence[Subject] [Sequence(Subject]) 1
=+ [2] Relative [Relative)
claszCode String PRS
+- code CE [CE]
rllFlawor MHullFlawar <hull:
+- relationshipH older Perzon [Perzan)
+- subjectOF[1] Sequence[Subject3] [Sequence(Subject3)) i

Model Explorer  Data Explorer

GELLO is valid, no compile errors found in context of current model
= 4




HL7 V2 models

HL7 V2

Has strong structural model
Not formally presented as such
No semantic attributes
Many class definitions eg Medication
Ability to create hierarchies not obvious
No formal Terminology binding
Also no conflict

DCM format forV2 is Word documents

Wide usage in many countries
Exclusive use of HL7V2 in Australia



HL7v2 based VMR

OBX |10 |CE|8262-8~~LN~CLUSTER~"EN 13606&|1.3|" Family History™~at0004~~93SL-TB3963L353FFBOLC|||]]|F

OBX|11|CE|408732007"5ubject Relationship Context”SNOMED-CT|1.3.1.1.1.1|66839005"Father~SHOMED-CT|||||I|F
OBX|12|CE|246090004~~SHOMED-CT|1.3.1.1.1.4.1.1|38341003 Hypertensive disorder~SNOMED-CT||||]||F
OBX|13|CE|21984-0"Cause of Death"LN~at0064~"99A-TB3963L353FFE01C|1.3.1.1.1.4.1.3|64100000"False~SHOMED-CT||||]|F

OBX|14|CE|408732007~5ubject Relationship Context”SNOMED-CT|1.3.1.1.2.1]|72705000"Mother~SHOMED-CT||||]IF
OBX|15|CE| 246090004~ ~SNCMED-CT|1.3.1.1.2.4.1.1| 64766004 Ulcerative colitis~SNOMED-CT||||]IF
OBX|16|HM|30872-4"Age of Onset~LN~atO063~~99L-TE3963L353FFB01C|1.5.1.1.2.4.1.2|20|yr="~I50+]||||F
OBX|17|CE|21984-0"Cause of Death”LN"at0064~"99A-TB3963L353FFE01C|1.3.1.1.2.4.1.3|64100000"Falee~SHOMED-CT||||]|F
OBX |18 |FT|“Notes~~at0006~~99A-TB3963A353FFB0LC|1.3.1.1.2.4.2 |Colectony at 27\.br\|lllllﬂ

Can represent Complex models inV2
Described by Template

Only data that differs needs to be in message
Allows default values

V3 Pedigree model could be duplicated



Template (EN13606) Editor

Medical-Objects Archetype Editor =10 x|

File Archetypes

& -% > g o Qﬁ ! .7-. J

. i soun || £ BB P as - | QO

o pt:lu?ulllclrl\..c._u.alua ﬂ CardinalityHigh |20
= FRadiology_Findings CardinalityLow |0

* Description ChoiceM ode False
Uzes CollapzedatStart |Falze
= Diefinitian izCalculated [Mo Gello ]
=t = Data Group [OESERVATIOM] - Radiology findings ish/alid [Mo Gello )
+ Data Element - Date of Radiclogy Procedure izisible [ Giella Code |
& Drata Element - Abdaminal Lymphadenapathy LevelOfDetal |0
=1- '+ Data Group - Mediastinal M ass findings Lrellrilo D
o OpenEHRMame
e Data Element - Mediastinal mass present Ordared False
B oL Regions [Sromed Regions]
7 Drata Element - Mediastinal Mass Ratio Systems [Snomed Systems]
+ Data Element -~ Mediastinal width Term Mediastinal mass details
] Drata Element - Retroperitoneal Lymphadenopathy Unique True
o Ontology b Wisibility migible
- Chematherapy_Given WisibledtS tart False
+ Fladiotherapy_Given
+ Lyrmphoma_finding
+ Lymphama_specific_symptams
+ MO_Lymphoma_Stage
+ Registration_Details
4 Generic_Order_Details hd
Ontology

Term Definitions . Term Binding . Constaint Definition . Congtraint Binding

|Loca\ Code‘ Lang. |Text |Description ‘Quality Contral |F‘rovenance =
p at0002 &n Date of Radiology Procedure Date of Radiology Procedure
atono3 &n Abdominal Lymphadenopathy  Abdominal Lymphadenopathy

at00a4 en tediastinal Mass findings Mediastinal Mazz findings

i en  Mediastingl Mass Ratio Mediastinal Mass Fatio

at000s en  Mediastingl width Mediastinal width

atoaoz? en Fietroperitoneal Lymphadenopat Retroperitoneal Lymphadenopathy
atoang &n Radiclogy findings Radiology findings

atonos &n tediastinal mass prezent Mediastinal mass present

at0ia en  Mediasting mass details Mediastinal mass details

a0l en  emar efrar




=] CEN-PatientHistary. w1
+ Description
Uses 0 Archetype(s)
= Definition
=1+ ENTRY — Patient History
=1+ CLUSTER — Past Medical Histony
=k ¢ itermns
=+ CLUSTER
+ ELEMENT — Subject Relationship Context
+ ELEMENT — Temparal Context
] ELEMEMNT — Finding Context
FeferenceSectionData

Example vMR as EN13606

- Allow T extvalue False
Choices (Codes)
Defaultindex 1
i DisplayShle cslist
@ Selected codes or restraints oo S| -

Known present (at0013) &
Definitely present (at0o14)

Probakly present (at0015)

Confirmed present (at0025) @
Definitely not present (atl016) &
Probably not present (atl017)

Probakly not present (=t1017) ¥
Frobably present (atd015)

- CLUSTER Suspected (at0Z0) -
= 2 ems _ At risk (210021) =
#- . ELEMENT —Candition Likeky outcome (at0022) s
+ ELEMENT —Motes Irmpending (at0023)
#- + CLUSTER — Past Surgical History Prognosis context (atl024)
=+ CLUSTER. — Family Histary Goal (at0025)
= ¢ items
= = CLUSTER
+ ELEMEMNT — Subject Relationship Context )
+ ELEMENT — Temporal Context i
+ ELEMEMNT — Finding Context
= ¢ items
= CLUSTER

+ ELEMENT — Condition
+ ELEMEMNT —Age of Onset
+ ELEMENT —Cause of Death
+ ELEMEMNT —Age at Death
+ ELEMENT —Motes
+- 1 CLUSTER — Social History
#- + CLUSTER — Smoking History
+- « CILUSTFR — Alenhnl Histone k%

Ontology

Term Definitions | Term Binding . Constaint Definition . Constraint Binding
Local Code| Terminology Code Text
atlot? SNOMED-CT 4105853006 Frobably not present
atlil6 SMOMED-CT 410594000 Definitely not present
atlils SHOMED-CT 410592001 FProbably present
atliT4 SNOMED-CT 4106891008 Definitely present
atiil 3 SMOMED-CT 410515003 Known present
aton12 SMOMED-CT 246090004 Condition
atont SMOMED-CT 363583002 Procedure
atdon SMOMED-CT 408730004 Procedure Context
atinog SNOMED-CT 408725009 Finding Context
atlios SNOMED-CT 408731000 Terporal Context

b at0007 SMNOMED-CT 408732007 Fielative




Persistence in HL7V2

Mechanism developed to persist archetyped
data in HL7V2 messages
All OBX based, medication not modelled

Observation Sub-ID used to create hierarchy
Mapped to maximal Archetype data structure

Data type Mapping

OBR becomes COMPOSITION

Backward compatible with existing systems
Currently Standards Australia Technical Report



Allows Gello based CDS In

S 1 Let IED: CodedValue = Factory.CodedValue('z245=6004', 'SNOMED-CT') --IED
s 2 Let Coliti=: CodedWValus = Factory.Codedvalue('sd42z26004', 'SNOMED-CT') --Colitis
=
. 4 Let ColitisCount: Integer = FawmilyHistory.Relative -> Selectix |
& [x.ClinicalGenomicChoice.clinicaldbhservation —>3elect (code. implies (Colitisior code.implies (IEBD) ) .cardinalityi()] = O]
6 and x.LivingEstimatedlge <= 20) .cardinalityi)
.
=3

« B ColitisCount > 0

class Family History .~

Obsensation

FamilyHistory

+ ClinicalGenomicChoice: ClinicalGenomicChoice
+ |Informant: Entity

+ PatientlD: ST

+ PedigresAnalysisResults: Bag{Tbservation)

+ Relatives: Relstive

0.~
+ClinicalGenomicChoice, 0.7
ClinicalGenomicChoice
. + ClinicalObservation: C
+Relatives l&;:]__' Clinical@ N ClinicalObservation
+ClinicalGenomicChoice "
= + Geneticloci: Bag

Relative / * Relative: Relative
+ ClinicalGenomicChaice: ClinicalGenomicChoice 2__5_'5““

+ decessedEstimatedAge: REAL
+ livingEstimatedAge: REAL

+ naturalFatherlD: ST

+ naturslMotheslD: ST

+ patientlD: ST

+ pEersocn: person

+ Relationship: CD

+ClinicalObservation’y [ /0.7

ClinicalObservation

+ causeOfDeath: BL

+ code: CD

+ [DatsEstimatedAge: IVL_REAL
+ negationind: BL




Mechanism is Generic

Example of Urine Culture

EN13606 Archetype

Exports
GELLO Class
ADL file
Mindmap
UML (.xmi)

Spreadsheet (for V2 implementation)



Microurine Template

(l

@ frmArchetypeEdit-1600x900

File Archetypes Debug

AEE TN

= CEM-UrineCulture. 1
+ Description
Uszes 0 Archetype(z]
= Definition
=} '+ EMTRY -- Urine microscopy and culture
=+ items
+ ELEMEMT -- Specimen type
+ ELEMEMT -- Other specimen type:
CLUSTER - DipStick.
=} '+ CLUSTER - Microscopy
=+ parts
+ ELEMENT - ‘white cells
¥
+ ELEMENT - Epithelial cells
+ ELEMENT - Other cells
+ ELEMENT -- Other
CLUSTER - Culture
+ ELEMENT -- Comments
+- '+ CLUSTER - Mon reportable items
+ Ontalogy

3

¥

Fresentation

Ontology

Tem Defintions | Term Binding . Constaint Definition . Constraint Binding

-

%02 00 4

ADLMatchT ype
Azzumedy alue
CollapzedatStart
HasDateField
HasReferenceR ange
isCalculated

isWalid

isWisible
LewelDfDetail
LocalCode
MachineCode
OccurencesHigh
OccurnencesLow
OnCalch eferenceR ange
Onlnitialize
OpenEHRMame
FeferenceR ange
SubscribeTo

Term

W30 utboundR elationS hip
WisibleAtStart

mitCluantity

False
False

True
[MoGella ]
[MoGella ]
[MoGella ]
1]

atioin

i
1]

[MoGella ]
[MoGella ]

<10
[TStringList]
Red cells

True

Text

| Local Code| Teminology Code

P at0039 SMOMED-CT 103764000
at0000 SMOMED-CT 117010004
at0040 LM 154310
at003a8 LM 82511
at0029 LM 189282
at002e LM 1487
at0027 LM 18956-3
at0026 LM 189555
at0025 LM 183985
at0024 LM 189977

Mon reportable items

Urine microzcopy and culture
Working notes

Comments

Gentamicin

Cephalexin

Morfloxacin

Mitrofurantain

Co-trimoxazole

Trimethoprim

m

atinz3 LM 208 Augmentin -
| Path: <roat>.1.4.1.2




GELLO Class export for CDS

@ Mowgli GELLO IDE -

File Edit Search Build Tools Help

ELPHD 7008 % Po d$REXBHE

CEM-UrineCulture.v1.gello_madel ]

1 Package PEG_CEN UrineCulture V1 -

Z

[

imports VMR

m

5 class DipStick
g Elood: Cbserwvation
T Glucose: Cbservation
] Frotein: Cbhservation
] PH: Observation
10 SpecificGravity: Cbhservation
11
1z alass Microscopy
13 WhiteCells: Observation
14 RedCells=s: Observation
15 EpithelialCells: Cbhservation
16 CtherCells: Chservation
0|27 Other: Observation b
4 L) 3
MName | Kind | Detai
=} PKG_CEM_UrineCultur... @8 package package PE.G_CEN_UrineCulture_%1 -
+1- CEM_UrineCulture_... @8 class CEM_UrineCulture_%1 extends Any
collection(lzolate] @ class collection[lzolate] extends collection
+1 Culture @ class Culture extends Any =
+1- Dip5tick @ class DipStick extends Ay
=} lzolate @ class |solate extends Any
Growth @ attnbute Growth: Obzervation
| Pathogen @ attnbute Pathogen: Fathogen
4 Microzcopy @ class Microzcopy extends Any k-

todel Explarer | Data Explorer
GELLO is valid, no compile errors found in context of current model

—— |




XMI/UML

-
(s UrineCulture - EA ‘ “_ __‘ | [ |
File Edit View Project Diagram Element Tools Add-Ins Seftings Window Help

& A De B B <defaut> * @ _: [} @ Getting Started B HrOr=- 3.
%S Logical Diagram: "PRG_CEN_UrneCulture_V1" created: 12/10/2010 10:18:50 PM medified: 12/10/2010 10:15:50 PM  100% 780w 13

Moare tools... [#] 23 %5 15 | T 5 ~ EH- + 3

-
=l Class

= L Model -
1 Package = [#] Globals
E Class Any — L1 Main
3 Inoia MonReportableltems 3 Factory
T %3 B, CEN,rneCotar 1
Ed  Enumeration CEN_UrineCulture_V1 %3 PKG_CEN. UrineCulture V1 _
@ Prmive M = 5 B CEN_UrineCulture V1
= Table N + Culture
7 signal N 7 5 DipStick
< Association : P Any + Isolate
= Class Relationshi... + SpecimenTyp Dip Stick + B Microscopy
+ + MonReportableltermns
;A AT < 2l Pathogen
A B o i L. collection(Isolate)
Any + =cifi Observation +- ] System -
P-':-'| = Microscopy
- Common : Epitr'.slileeII;: %J, b @ lf r s
= B A N £ = Class Settings
N ; |solate Name CEN_UrineCutture_V1
E @ B B ik i _ ’ : Scope Public
o N " Type Class
@ a o Stereotype
B q T Em + Hlias
i % Complexity Easy
3 Wersion 1.0
+ Phase 1.0
= Language Java
1 Filename
A + Project
+ + Advanced

4 m 3
4 startpag}\ & PKG_CEN_UrineCuIture_Vl‘ b | properties | [ alues
O3 fi RAQa & (& = AR - O 13 Default Style - B .
Ready CEMN_UrineCulture_V1 CAP UK SCRL




ADL and Mindmap

CEN_UrineCulture V1.mm - FreeMind - MindMap Mode

File Edit View Insert Format Mavigate Tools Maps Modes Help

definition

ENTRY [at0000] occurrences matche=s {0..1}

items cardinality matches {0..*%}
ELEMENT [2at0002]
value matches {
CODED TEXT matches {
code matches {

OCCuUrrences

[local::

at006l, -
at0041, -
at0DsT, -
atdD42, -
at0043, -
at0o44, -
at004s, -
at005g, -
at00s9, -
at0013; -
at00el] -

ELEMENT [at0055] occurrences

value matches {

TEVT mars~haoazs =1

) 100% - = EHE |+ BF i b oD | dh = o =|sansserif - 12 -
x { ELEMENT — Specimen type |
g {ELEMENT — Other specimen type: |
: {ELEMENT
@ {ELEMENT
1% | {% CLUSTER — Dipstick |__ parts ) ELEMENT — Protein |
X [ {ELEMENT —pH
o |
(2] |
3] Red cells |
| — "
b {%) CLUSTER — Microscopy |- parts /—{ELEMENT — Epitnelial cells |
(=] I { ELEMENT — Other cells )
@ | { ELEMENT — Other }
| { ELEMENT — Growth |
| I — Gro
@ T items |
FY 4y ENTRY — Urine microscopy and culture — | ELEMENT - Organism | L
" — | [ ELEMENT — Number} 1
may ® | | {ELEMENT — Ampicilin}
matche| @ | | A ELEMENT — Augmentin
macchel @ (%) CLUSTER —Cutre)_parts (% CLUSTER ~Isolats | _parte, %% CLUSTER - Pathogen | toms f ELEMENT - Trimethoprim
S it gen
@ | === A —|ELEMENT — Co-rimoxazole |
@ | |'{ELEMENT ~ Nitrofurantoin |
7 | ELEMENT — Norfloxacin |
ks [ELEMENT — Cephalexin |
g { ELEMENT — Gentamicin |
Ori g { ELEMENT — Comments |
rine o —
Ed [€y CLUSTER — Non repartable items . parts | ELEMENT —Working notes |
Clean (g
Midstrjl #
. Q
Cathet| * S
Al m
Suprag

First morning
Paediatric bag
Ureteric
Bladder

Cther

assumed wvalue

matches {0..l1} matches {

—— Other specimen type:




Spreadsheet — For V2 Implementation

LOCALCODE

Al - Jx
A

1 DISPLAYNAME

2 |Urine microscopy and culture  at0000
3 |Specimen type atoooz
4 | Other specimen type: at0oss
5 |DipStick at0o03
6 Blood atooo4
7 |Glucose atooos
& Protein atooeo
9 pH at0ooe
10 |Specific gravity atooo?7
11 Microscopy at0oos
12 White cells atooos
13 Red cells atoo1o
14 Epithelial cells atooll
15 Other cells at0012
16 Other at0o013
17 Culture atoo14
18

19 Growth atools
20 Pathogen atoole
21 Organism at0o1s
22 Number atoo2o0
23 | Ampicillin aton22
24 | Augmentin at0023
25 Trimethoorim at0o24

M 4 » M| CEN-UrineCulture.v1l

2 Qe plpIpE LRI I2 g D02

HdGAEEE
LR e

DISPLAYNAME

DATATYPE
ENTRY
CODEDVALUE
STRING
SECTION
STRING
STRING
STRING
REAL
STRING
SECTION
PHYSICALQUANTITY
PHYSICALQUANTITY
STRING
STRING
STRING
SECTION

CODEDVALUE
SECTION

CODEDVALUE
CODEDVALUE
CODEDVALUE
CODEDVALUE
CODEDVALUE

V2VALUETYPE

RP
CE
ST
CE
5T
5T
ST
5T
ST
CE
NM
NM
ST
5T
ST
CE

CE
CE
CE
CE
CE
CE
CE

<root>
<rgot>.1.1
<root>1.2
<rpot>.1.3
<rpot>1.3.1.1
<rpot=.1.3.1.2
<root=1.3.1.3
<rgot>.1.3.1.4
<root>1.3.1.5
<root>.1.4
<root=.1.4.1.1
<root>.1.4.1.2
<root>1.4.1.3
<root>1.4.1.4
<root>1.4.1.5
<rpot=.1.5

<root=.1.5.1.1.RepeatQf[CLUSTER -- Isolate].1.1

<root=1.9.1.1.RepeatOf[CLUSTER -- Isolate].1.2

<root>1.5.1.1.RepeatQf[CLUSTER -- Isolate].1.2.1.1
<root>1.5.1.1.RepeatQf[CLUSTER -- Isolate].1.2.1.2
<root>.1.5.1.1.RepeatQf[CLUSTER -- Isolate].1.2.1.3
<root>.1.5.1.1.RepeatCQf[CLUSTER -- Isolate].1.2.1.4
<r00't>.1.5.1.1.R:et:|eat0flCLUSTER -- I1solatel.1.2.1.5

LOINC SNOMED
630-4 117010004

50556-0
20409-9
20406-5

2963-2

12235-8
45383-7
30391-7
30383-4

13864-9
20-8
18997-7




Further Information

Medical-Objects Clinical Decision Support wiki

http://wiki.medical-objects.com.au/index.php/Clinical Decision Support

HL7 vMR Project

http://wiki.hl7.org/index.php?title=Virtual Medical Record (vMR)

DCM

http://wiki.hl7.org/index.php?title=Detailed Clinical Models
GELLO

http://www.hl7.0rg/v3ne2010/html/infrastructure/gello/gello.htm
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